Objective 
Introduction
The tsunami that occurred on December 26th, 2004 struck southeast Asia and affected 12 countries. At least 310,000 people died, and many millions were left destitute (1) . After the tsunami, many people continued to live in evacuation camps in the affected countries for various periods of times. (2) and cases of pneumonia increased after the Hanshin-Awaji earthquake in Japan (3) . Haemophilus influenzae and Streptococcus pneumoniae are bacteria that colonize the human nasopharynx and can cause a variety of infections, including otitis media, meningitis, bronchitis and pneumonia (4) (5) (6) . It is well known that H. influenzae and S. pneumoniae can be transmitted from person to person at day care centers (7) or in the home (8, 9) . Furthermore, these two organisms are becoming increasing resistant to antibiotics (4, 10) . The objective of this prospective study was to investigate the status of acute respiratory tract infections caused by these two organisms in tsunami disaster evacuation camps in Sri Lanka. (14) .
It has previously been reported that acute respiratory infections were one of the leading causes of death among Bhutanese refugees in refugee camps in Nepal

Material and Methods
All studies described herein were approved by the Human Ethics Review Boards of Sri Lanka, and a signed consent form was obtained from each internally displaced person (IDP).
IDP, evacuation camps and bacterial strains.
Nasopharyngeal swabs (NP
Identification of resistant genes by PCR.
PCR was carried out for 21 of the H. influenzae isolates to identify resistant genes using mixed primers (Wakunaga Pharmaceutical Co., Hiroshima, Japan), as described previously (12). PCR was also performed for the 25 pneumococcal isolates to detect alterations in the penicillin-binding protein genes pbp1a, pbp2x, and pbp2b and macrolide resistance genes mef (A) and erm (B) using mixed primers (Wakunaga Pharmaceutical Co.), as described previously (13).
Pulsed-field gel electrophoresis.
Pulsed-field gel electrophoresis (PFGE) was
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Epidemiological characteristics of IDP in tsunami disaster evacuation camps. Fig. 1) T a b l e 4 . E p i d e mi o l o g i c a l Ch a r a c t e r i s t i c s o f S . P n e u mo n i a e S t r a i n s I s o l a t e d f r o m I n t e r n a l l (19, 20) . However, the prevalence of such international pandemic clone was not found in our study. It has also recently been reported that BLNAR H. influenzae strains have increased in some countries (10, 21) , although their global prevalence remains low (22) . In our study, the prevalence of BLNAR H. influenzae strains was Mo l e c u l a r t y p i n g b y P F GE d e mo n s t r a t e d t h a t t h e 2 5 S . p n e u mo n i a e s t r a i n s c o n s i s t e d o f 1 6 p a tt e r n s ( a -p ) , a n d P F GE p a t t e r n a i s o l a t e s o f s e r o t y p e 3 we r e f o u n d f o r 3 I DP a n d P F GE p a t t e r n b i s o l a t e s o f s e r o t y p e 2 2 A we r e f o u n d f o r 2 I DP i n c a mp 1 , a n d P F GE p a t t e r n h i s o l a t e s o f s e r o t y p e 1 0 A f o r 2 I DP , P F GE p a t t e r n f i s o l a t e s o f s e r o t y p e 1 1 A f o r 2 I DP a n d P F GE p a t t e r n j i s o l a t e s o f s e r o t y p e 9 A f o r 2 I DP we r e d e t e c t e d i n c a mp 3 . 
. E p i d e mi o l o g i c a l Ch a r a c t e r i s t i c s o f I n t e r n a l l y Di s p l a c e d P e r s o n s i n T s u n a mi Di s a s t e r E v a c u a t i o n Ca mp s o f S r i L a n k a T a b l e 2 . Di s t r i b u t i o n o f MI Cs a g a i n s t An t i b i o t i c s f o r H. I n f l u e n z a e a n d S . P n e u mo n i a e S t r a i n s I s o l a t e d f r o m T h e Na s o p h a r y n g e a l S wa b s f r o m I n t e r n a l l y Di s p l a c e d P e r s o n s i n T s u n a mi Di s a s t e r e v e c u a t i o n Ca mp s o f S r i L a n k a
T a b l e 3 . E p i d e mi o l o g i c a l Ch a r a c t e r i s t i c s o f H. I n f l u e n z a e S t r a i n s I s o l a t e d f r o m I n t e r n a l l y Di s p l a c e d P e r s o n s i n T s u n a mi Di s a s t e r E v a c u a t i o n Ca mp s o f S r i L a n k a
Interpretation of PFGE.
Molecular typing by pulsed-field gel electrophoresis (PFGE) showed that the 21 H. influenzae strains consisted of 13 patterns (A-L) (
y Di s p l a c e d P e r s o n s i n T s u n a mi Di s a s t e r E v a c u a t i o n Ca mp s o f S r i L a n k a
Discussion
F i g u r e 1 . P F GE p a t t e r n s o f S ma I -d i g e s t e d DNA f r o m 2 1 H. i n f l u e n z a e i s o l a t e s f r o m t h e n a s o p h ar y n g e a l s wa b s ( NP ) i n 2 0 i n t e r n a l l y d i s p l a c e d p e r s o n s ( I DP ) . Mo l e c u l a r t y p i n g b y P F GE d e mo ns t r a t e d t h a t t h e 2 1 H. i n f l u e n z a e s t r a i n s c o n s i s t e d o f 1 3 p a t t e r n s ( A-L ) , a n d P F GE p a t t e r n B i s ol a t e s f r o m 3 I DP a n d P F GE p a t t e r n C i s o l a t e s f r o m 2 I DP we r e d e t e c t e d i n c a mp 1 , a n d P F GE p a tt e r n K i s o l a t e s f r o m 3 I DP a n d P F GE p a t t e r n L i s o l a t e s f r o m 2 I DP we r e d e t e c t e d i n c a mp 3 .
